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Figure S1. Successful knockdown of p27 and p27* proteins

We confirmed the successful knockdown of p27 and p27* proteins by immunoblotting using cells 

harvested at the same time points as in Fig. 4 and Fig. S2. White arrowheads indicate non-specific 

bands.
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Figure S2. SSA-induced G1 arrest was suppressed by knockdown of p27 

(a) HeLa S3 cells were transfected with p27 or control siRNA. After transfection, the cells were 

treated with 10 ng/mL of SSA and 100 ng/mL of nocodazole, and then harvested at the indicated 

time points. (b) Representative histograms of the samples analyzed by the cytometer. 

(c) Proportion of the cells in each phase (n = 3). (d) Proportion of G1 arrested cells (n = 3). 

Error bars indicate s.d. (n = 3). Statistical significance was investigated by the unpaired two–tailed 

t-test (*P < 0.05; **P < 0.01; ***P < 0.001).



Supplementary Table 1. List of primer used in this study. 

 

For qPCR  

Name Sequence (5'-3') 

hCDKN1B Ex1-2 qPCR F TAAGGAAGCGACCTGCAACC 

hCDKN1B Ex1-2 qPCR R TTGACGTCTTCTGAGGCCAG 

hCDKN1B Int1 qPCR R AGCTCTCCCAAAGCTAAATCAGA 

hCDKN1B Ex1 qPCR F AGTGTCTAACGGGAGCCCTA 

hCDKN1B Ex1 qPCR R CCGGGTTAACTCTTCGTGGT 

18S rRNA F GTTGGTGGAGCGATTTGTCTGGTT 

18S rRNA R TATTGCTCAATCTCGGGTGGCTGA 

  

For PCR  

Name Sequence (5'-3') 

hCDKN1B Ex1 for CAAAGGTGCCTGCAAGGTG 

hCDKN1B Ex2 rev CACAGAACCGGCATTTGG 
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